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Figure S1. The geographical distribution of sampled populations of the four Notopterygium species.
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NinSBP01/1-74 CQVDDCRADLSSA AVHSKATKAMVG S AMQ
NinSBP02/1-74 CLVDGECNSDLSRC ELHSKTREVT | KGQEQ
NinSBP03/1-74 CQVEKCNLDLSSA ESHSKCPKVVVGGLER,
NinSBP04/1-74 CQVDDCKEDLSTA EVHSKATKA | VGKQMQ
NinSBP05/1-74 CQVFGCKKDLSSC EVHSKTPKV I VNG IDQ
NinSBP06/1-74 €LVDGCL SDLSKC ERHSKTPVV I | KGREQ
NinSBP07/1-74 €LVDGECSSDLSKC ESHSKTPVVI I KGIEQ
NinSBP08/1-74 €LVDGECSSDLSKC ESHSKTPVVI IKGIEQ
NinSBP09/1-74 CQVFGCKNDLSSC EVHSKTPKV IVNGIEQ
NinSBP10/1-74 CQVEGCKVDLSDA VMHSKSGKVVVSG I EQ
NinSBP11/1-74 €LVDGECNADLSNC EAHSKTPEVQ I NGHKQ
NinSBP12/1-74 CQVEYCTADMCNA EFHAKAPDVL | AGLPQ
NinSBP13/1-73 CQVESCCVDLSNE QLHAKALVVVLAGNQQ
NinSBP14/1-74 CQAERCSADLNDA EYHAKAQVVVVAGVGQ
NinSBP15/1-74 CQVEGCNVDLSDA GKHSKSPKVVVSG I HQ
NinSBP16/1-74 CQVEGCHVALLNA EVHSKAPKVVVLGLEQ
NinSBP17/1-74 CQAAGCNADLTHA EFHSKAATVITAGLTQ
NinSBP18/1-74 €QVPGCGVDISEL LGCANAISVF IDGENKR
NinSBP19/1-74 CQAEGCNADLTHS EFHSKAATVIAAGLTQ
NinSBP20/1-74 €QVQDCL ANMS | A EFHAKAPVVLIFGVQQ
NinSBP21/1-74 CQVQDCLANMS | A EFHAKAPFVL ISGVQQ
NfrSBP01/1-74 C€QVDDCRADLSSA AVHSKATKAMVG S AMQ
NfrSBP02/1-74 C€QVEDCRADLSSA DVHSKANGALVGNVMQ
NfrSBP03/1-74 CQVEKCNLDLSSA ESHSKCPKVVVGGLER,
NfrSBP04/1-74 LVDGECNSDLSRC ELHSKTREVT I KGQEQ
NfrSBP05/1-74 LVDGCNSDLSRC ELHSKTREVT | KGQEQ
NfrSBP06/1-74 CQVDDCKEDLSTA EVHSKATKA | VGKQaMQ
NfrSBP07/1-74 CQVFGCKKDLSSC EVHSKTPKVIVNGIEQ
NfrSBP08/1-74 CQVFGCKKDLSSC EVHSKTPKVIVNGIEQ
NfrSBP09/1-74 LVDGCLSDLSKC ERHSKTPVV I | KGREQ
NfrSBP10/1-74 LVDGCSSDLSKC ESHSKTPVVI IKGIEQ
NfrSBP11/1-74 €QVFGCKIDLSSC EVHSKTPKVIVNGIEQ
NfrSBP12/1-74 CQVEYCTADMCNA EFHAKAPDVL I AGLPQ
NfrSBP13/1-73 CQVESCCVDLSNE QLHAKALVVILAGNQQ
NfrSBP14/1-74 CQVEGCNVDLSDA GKHSKSPKVVVSG I HQ
NfrSBP15/1-74 €QVPGECGVDISEL LGCANAISVF | DGENK
NfrSBP16/1-74 C€QAERCSADLNDA EYHAKAQVVVVAGVGQ
NfrSBP17/1-74 CQAAGCNADLTHA EFHSKAATV I AAGLTQ
NfrSBP18/1-74 C€QVEGCKVDLSDA VMHSKSGKVVVSGIEQ
NfoSBP01/1-74 CQVDDCRADLSSA AVHSKATKAMVG S AMQ
NfoSBP02/1-74 CQVEDCRADLSSA DVHSKANGALVGNVMQ
NfoSBP03/1-74 CQVEKCNLDLSSA ESHSKCPKVVVGGLER
NfoSBP04/1-74 €LVDGENFDLSRC ELHSKTREVT I KGQEQ
NfoSBP05/1-74 CQVDDCKEDLSTA EVHSKATKA | VGKQMQ
NfoSBP06/1-74 CQVFGCKKDLSSC EVHSKTPKVIVDGIEQ
NfoSBP07/1-74 €LVDGECL SDLSKC ERHSKTPVV I | KGREQ
NfoSBP08/1-74 CQVFGCKNDLSSC EVHSKTPKV IVNGLEQ
NfoSBP09/1-74 GLVDGECNADLSNC EAHSKTPEVQ I NGHKQ
NfoSBP10/1-74 CQVEYCTADMCNA EFHAKAPDVL I AGLPQ
NfoSBP11/1-74 CQVDDCKEDLSTA EVHSKATKA I VGKQaMQ
NfoSBP12/1-74 CQAERCSADLNDA EYHAKAQVVVVAGVGQ
NfoSBP13/1-74 CQVEGCNVDLSDA GKHSKSPKVVVSG I HQ
NfoSBP14/1-74 CQVEGCHVALLNA EVHSKAPKVVVLGLEQ
NfoSBP15/1-74 CQAAGCNADLTHA EFHSKAATVIAAGLTQ
NfoSBP16/1-74 €CQVPGECGVDISEL LGCANAISVF | DGENK
NfoSBP17/1-74 CQAEGCNADLTHS EFHSKAATV I AAGLTQRF
NfoSBP18/1-74 €QVQDECL ANMS | A EFHAKAPVVL I SEVQQRF
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Figure S2. Multiple alignment of conserved domains of SBP family amino acid sequences in N. incisum,
N. franchetii and N. forrestii.
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Figure S3. Distribution of SBP family genes on each chromosome in the three Notopterygium species. (a)
N. incisum; (b) N. franchetii; (c) N. forrestii.
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Figure S4. Multiple alignment of conserved domains of SBP family amino acid sequences in the other

six species, include carrot, celery, coriander, A. sinensis, A. elata and grape.
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Figure S5. Distribution of SBP family genes on each chromosome in the other six species. (a) carrot; (b)

celery; (c) coriander; (d) A. sinensis; (e) A. elata; (f) grape.
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Figure S6. Prediction of transmembrane structure of SBPs proteins in the three Nofopterygium species. (a)
N. incisum; (b) N. franchetii; (c) N. forrestii.
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Figure S7. Motif structures of SBP family genes in the three Notopterygium species.
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Figure S8. Protein interaction network of NinSBPs family genes. Red Circle represents NinSBPs proteins,

yellow circle represents flowering relate proteins, and blue circle represents stress resistance related

proteins.
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Figure S9. The patterns of SBP gene replication and collinearity analysis of NinSBPs, NfrSBPs and
NfoSBPs, respectively. (a) Gene replication type; (b) NinSBPs collinearity gene pairs; (c) NfrSBPs
collinearity gene pairs; (d) NfoSBPs collinearity gene pairs.



Figure S10. Genetic differentiation index (Fst) and Nucleotide diversity (1) of Notopterygium species.
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Figure S11. Physiological index determination of leaves and roots in N. franchetii under drought and

high-temperature stresses. (a) Drought stress; (b) High-temperature stress.
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